2T RS LEIL Fhonp FRER T =% % & 75
1B Emi g £ G A A

KEF L R ARTE WAL RN ARL O ATRT(LEFERAFYESLZR, N
510515; 2. T MER AFEMEFTRER, TN 51436, 3. B FERAFEFERGFH, N
510515; 4. RBRAFHEHZR, M 510006)

FESES R96;R932 XHARER A XEHS 1672-2124(2024) 11-1308-06
DOI  10. 14009/j. issn. 1672-2124. 2024. 11. 004

B E AN AAMEKSEFE T ga s Wit Rt Toa R ESRE LB EERIE, TE 2R AR
I FHIEELS ST S TR TR A0 E RS, 15 A GeneCards A K F 45 RITAE 42 5238 B Ao 08 7 Yo 5 308 & 06 3R 45 3 1% 4
E Y5k X e £ A A de s 5 STRING F & = Cytoscape 3. 8.2 %M 2 H @ M-B G KA EZAEA/ER M % i@id DAVID £ &
stk Bt e S RAVAR 5 AR AT A4 (KEGG) i 58 F & oM fe K B AR 3h 85 £ 547,12 A SwissDock F & M 47w &
ot X3 S g oA )E AR FRFE RGP R Y 127 A, ma¥e b 246 A EiRde b 892 A X EF I 7
L5 MEHEE XA AIEOSA, M BMA T LER TXF HEERAAMMEE FRAELF L6588 FXME R
o, oA 8 A kdtie SR G BLABEY pS3. @i (IL)6 B IREE F (TINF) . 8 A XA KB F A IL-1B. &7
FIME G/H A2 foh R E OB 3 A RIFHLESE, KEGC o MEREF, —HpB L BEETE% NFRE-FRAEET
@A INF1E 585 4 5@ ETRBESERT X, 4. R BELFEE XWE T LB % Ra. ¥k b $ERY
Bl XA , MEHEFFany T BERT AR SRR ES W R K698 57 5 A RARBIRIE,

KGR M, BBREHEE L, NEHEFE, 5FTi

Mechanism of Erchen Decoction in the Treatment of Chronic Atrophic Gastritis Based on
Network Pharmacology and Molecular Docking*

ZHANG Jingyan', MA Jing®, ZHENG Zhuping’ , ZHONG Lina', LI Shuyuan®, ZHAO Xiaoshan', LIN
Lizhen' (1. College of Traditional Chinese Medicine, Southern Medical University, Guangzhou 510515,
China; 2. School of Biomedical Engineering, Guangzhou Medical University, Guangzhou 511436,
China; 3. Dept. of Pharmacy, Nanfang Hospital, Southern Medical University, Guangzhou 510515,

China; 4. School of Traditional Chinese Medicine, Guangdong Pharmaceutical University, Guangzhou

510006, China)

ABSTRACT OBJECTIVE: To explore the potential mechanism of Erchen decoction in the treatment of chronic
atrophic gastritis based on network pharmacology and molecular docking. METHODS: Traditional Chinese medicine
systems pharmacology database and analysis platform was used to predict the active components of Erchen decoction,
GeneCards, online Mendelian inheritance in man and therapeutic target database were used to screen the related targets
of chronic atrophic gastritis. The protein-protein interaction network was constructed by using STRING platform and
Cytoscape 3. 8. 2. Kyoto encyclopedia of genes and genomes (KEGG) pathway enrichment analysis and gene ontology
functional enrichment analysis were performed on key targets through the DAVID platform. The binding degree of core
active compounds to key targets was predicted by the SwissDock platform. RESULTS; Totally 127 key compounds, 246
component targets and 892 disease targets were identified in Erchen decoction, and 95 common targets were obtained
by intersection of Erchen decoction and chronic atrophic gastritis. Key active components such as quercetin,

kaempferol, baicalin, glycyrrhizin A, naringin, isorhamnetin and S-sitosterol were screened, and had good binding
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with 8 key targets such as protein kinase B1, tumor protein p53, interleukin (IL) 6, tumor necrosis factor (TNF) ,
vascular endothelial growth factor A, IL-1B, prostaglandin G/H synthase 2 and caspase 3. KEGG results showed that

Erchen decoction in the treatment of chronic atrophic gastritis through multiple pathways including cancer signaling

pathway, chemical carcinogenesis-activated oxygen species signaling pathway and TNF signaling pathway.

CONCLUSIONS: Erchen decoction plays a synergistic role in the treatment of chronic atrophic gastritis through

multi-component, multi-target and multi-signaling pathway, and the results of network pharmacology and molecular

docking can provide basis for the subsequent treatment and research of chronic atrophic gastritis.

KEYWORDS Erchen decoction; Chronic atrophic gastritis; Network pharmacology; Molecular docking
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