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Establishment of Prediction Model of Virological Response to Oral Nucleoside ( Acid) Analogs
in Patients with Normal Alanine Aminotransferase and Chronic Hepatitis B Virus Infection*
ZHANG Yan', LI Yuling®, QIAO Liang’( 1. the First Dept. of Infectious Diseases, Cangzhou Central
Hospital, Hebei Cangzhou 061000, China; 2. Dept. of Hepatology, Cangzhou Infectious Diseases
Hospital, Hebei Cangzhou 061000, China; 3. Dept. of Clinical Laboratory, Cangzhou Central
Hospital, Hebei Cangzhou 061000, China)

ABSTRACT OBJECTIVE: To probe into the predictive factors of virological response to oral nucleoside (acid)
analogs in patients with normal alanine aminotransferase ( ALT) and chronic hepatitis B virus (HBV) infection, and to
establish the column chart prediction model. METHODS: A total of 200 patients with normal ALT and chronic HBV
infection admitted into Cangzhou Central Hospital from Feb. 2020 to Feb. 2024 were extracted. According to the
content of serum HBV deoxyribonucleic acid ( DNA), the virological response mode was divided into the complete
virological response group (n =124) and partial virological response group (n =76). Demographic characteristic
parameters, basic clinical conditions and laboratory indicators were collected. Logistic regression model was used to
analyze the risk factors of partial virological response, the risk prediction model of partial virological response
nomogramwas established, and the its effectiveness was verified. RESULTS; Compared with the complete virological
response group, the proportion of positive HBeAg and “poor” medication compliance in the partial virological response
group were higher, HBV DNA and HBsAg in the partial virological response group increased significantly, albumin
decreased significantly, with statistically signficant differences ( P<0.05) ; differences between two groups in body
mass index, age, gender, family history of hepatitis B, history of hypertension, history of diabetes, type of antiviral

medication, history of smoking and alcohol consumption, HBcAb, blood urea nitrogen, blood creatinine, blood uric
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acid, total bilirubin, alkaline phosphatase, triacylglycerol, total cholesterol, fasting blood glucose, white blood cell
count, neutrophil count, platelet count, and liver stiffness values were not statistically significant ( P>0.05). Logistic
regression analysis showed that high HBV DNA level, high HBsAg level, positive HBeAg, low albumin level and
“poor” medication compliance were the risk factors for partial virological response ( P<0.05). A column chart risk
model for partial virological response was constructed based on the above risk factors ( medication compliance, HBeAg
status, HBV DNA, HBsAg, and albumin levels) , with a model C-index of 0.796 (95%CI= 0.713 to 0.860), an
area under the ROC curve of 0.857 (95% CI= 0.802 to 0.911), and a specificity of 85.30% and sensitivity of
74.40%. CONCLUSIONS: “Poor” medication compliance, positive HBeAg, high HBV DNA level, high HBsAg level
and low albumin level were independent predictors of partial virological response in patients with normal ALT and
chronic HBV infection, and the prediction model based on this column chart has high predictive efficacy.
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