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Mechanisms of Drug Pair of Cremastrae Pseudobulbus Pleiones Pseudobulbus and Gleditsiae
Spina in the Treatment of Lung Cancer Based on Network Pharmacology”

GUAN Dingkun'?, YANG Guowang” ( 1. Postgraduate Academy, Beijing University of Chinese
Medicine, Beijing 100029, China; 2. Dept. of Oncology, Beijing Hospital of Traditional Chinese
Medicine, Capital Medical University, Beijing 100010, China)

ABSTRACT OBJECTIVE: To explore the possible mechanism of drug pair of cremastrae pseudobulbus pleiones
pseudobulbus and gleditsiae spina in treatment of lung cancer based on network pharmacology. METHODS; The active
ingredients and targets of drug pair of cremastrae pseudobulbus pleiones pseudobulbus and gleditsiae spina were
inquired through the Traditional Chinese Medicine Systems Pharmacology Database and Analysis Platform ( TCMSP )
database and then the targets were coverted into gene ID through Uniprot database. The lung cancer related targets
were inquired from online mendelian inheritance in man and Genecards database. Venn Diagram was drawn to obtain
the intersection of targets and disease targets by Draw Venn Diagram, and String data and Metascape online database
were used for enrichment analysis. The results were visualized by Cytoscape 3. 7.2, showing the screened core targets
and protein-protein interaction networks. RESULTS; A total 10 active ingredients and 202 potential targets were
obtained. There were 141 possible targets for lung cancer, and 20 core targets were screened. After gene ontology
functional enrichment analysis, 851 biological processes were involved. After enrichment analysis of the Kyoto Gene
and Genome Encyclopedia pathways, 110 signaling pathways were involved, among which the IL-17 pathway, MAPK
signaling pathway and VEGF pathway were the main pathways that were frequently explored in the development of lung
cancer. CONCLUSIONS; The potential mechanism of drug pair of cremastrae pseudobulbus pleiones pseudobulbus and
gleditsiae spina in intervention for lung cancer treatment through multi-target and multi-pathway may be related to the
inhibition of tumor division and growth, inhibition of angiogenesis near the tumor and control of tumor metastasis.

KEYWORDS Network pharmacology; Lung cancer; Drug pair of cremastrae pseudobulbus pleiones pseudobulbus

and gleditsiae spina; Mechanism of action
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FR1 LWEERNEBEGREERS
Tab 1 Potentially effective active ingredients of cremastrae
pseudobulbus pleiones pseudobulbus

MOL ID [ 0B/% DL

MOL000358 heta-sitosterol ( B-4 5§ B ) 36.91  0.75
MOL000449 Stigmasterol ( o) 43.83  0.76
MOL007991  2-methoxy-9, 10-dihydrophenanthrene-4, 5-diol (2-F 4849,  44.97  0.18

10- 84,5 " 8)

*2 ERAIKNEBEAREERS
Tab 2 Potentially effective active ingredients of gleditsiae spina

MOL ID (2% 0B/% DL

MOL000359 sitosterol (73 5 %) 36.91 0.75
MOL000358 beta-sitosterol B?%\ i) 36.91 0.75
MOL006358 Stigmast-4-ene-3, 6-dione (&£ 4-4-3,6- ) 0.12 0.79
MOL002914 Eriodyctiol (flavanone) ( #4¢HH ) 4135 0.24
MOL000422 kaempferol ( 111Z78) 41.88  0.24
MOL000449 Stigmasterol ( {5/ 43.83  0.76
MOL000098 quercetin( H{ ;%) 46.43 0.28
MOL000073 ent-Epicatechin( (+)-#JLKZ) 48.96 0.24
MOL013296 Fustin( #HIAR) 5091  0.24
MOLO13179 fisetin( F#Z) 52.60  0.24
MOL001736 (=) -taxifolin( ) 60.51  0.27
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Fig 1 VENN diagram of disease targets of drug pair of
cremastrae pseudobulbus pleiones pseudobulbus
and gleditsiae spina
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Fig 2 PPI diagram of drug pair of cremastrae pseudobulbus pleiones pseudobulbus and gleditsiae
spina in the treatment of lung cancer
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Fig 3 Core gene screening diagram of drug pair of cremastrae pseudobulbus pleiones pseudobulbus
and gleditsiae spina in the treatment of lung cancer
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Fig 4 Drug-component-target network of drug pair of cremastrae pseudobulbus pleiones pseudobulbus and
gleditsiae spina in the treatment of lung cancer
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Fig 6 KEGG function analysis of gene target of drug
pair of cremastrae pseudobulbus pleiones pseudobulbus and
gleditsiae spina in the treatment of lung cancer( Top 20)
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drug pair of cremastrae pseudobulbus pleiones pseudobulbus
and gleditsiae spina in the treatment of lung cancer
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hsa04510 Focal adhesion

hsa04151 PI3K-Aki signaling pathway
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