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Mechanism of Menispermi Rhizoma and Typhonii Rhizoma in the Treatment of Non-Small Cell
Lung Cancer Based on Network Pharmacology”

SUN Changhe', YANG Guowang” ( 1. College of Graduate Students, Beijing University of Chinese
Medicine, Beijing 100029, China; 2. Dept. of Oncology, Beijing Hospital of Traditional Chinese
Medicine, Capital Medical University, Beijing 100010, China)

ABSTRACT OBJECTIVE: To probe into the target and mechanism of Menispermi Rhizoma and Typhonii Rhizoma in
the treatment of non-small cell lung cancer based on network pharmacology. METHODS; Traditional Chinese Medicine
Systems Pharmacology Database and Analysis Platform were used to screen the effective components of Menispermi
Rhizoma and Typhonii Rhizoma, Swiss Target Prediction and PharmMapper were used to obtain compound targets.
Online mendelian inheritance in man (OMIM) database was used to screen disease gene network of non-small cell lung
cancer, the network diagram of drug-component-target-disease was constructed, and protein network interaction, gene
ontology (GO) function analysis and Kyoto encyclopedia of genes and genomes (KEGG) pathway analysis were carried
out. RESULTS: The bioavailability =30% and drug like =0. 18 were selected as the screening conditions of effective
components from menispermi rhizoma and typhonii rhizoma. A total of 13 compounds were obtained, and 363 human
gene targets were obtained by analyzing the first 50 potential target protein genes of each compound. Through the analysis
of the drug-component-target-disease interaction network, totally 101 targets on non-small cell lung cancer related genes
were obtained. A total of 276 enrichment results were included in GO analysis, and 26 pathways in KEGG database were
associated with non-small cell lung cancer. These results indicated that the combination of Menispermi Rhizoma and
Typhonii Rhizoma has broad-spectrum anti-tumor properties, suggesting that they may play a role of treating with non-
small cell lung cancer in the aspects of EGFR tyrosine kinase inhibitor resistance, angiogenesis, immune escape,
apoptosis and regulation of tumor carbon metabolism. CONCLUSIONS: Based on the method of network pharmacology,
the potential active components and potential targets of Menispermi Rhizoma and Typhonii Rhizoma in the prevention and
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treatment of non-small cell lung cancer are analyzed, which provides theoretical guidance and prediction for further study

on the mechanism of compatibility of Menispermi Rhizoma and Typhonii Rhizoma.
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Tab 1 Potential active components and its PubChem information in menispermi rhizoma and typhonii rhizoma
HFID N PubChem CID/SID Canonical SMILES
MOLO001494 mandenol 5282184 CCCeec=Cce=ceceeccee(=0)oce
MOL000358 beta-sitosterol 222284 CCC(CCe(e)cIceeaci(cecacace=caca(cee(ca)o)c)c)c(e)e
MOL000359 sitosterol 12303645 CCC(Cee(e)cIceeaci(eecacace=caca(cee(ca)o)c)c)c(e)e
MOLO012922 1-SPD 6917970 COC1=C(C=C2C3CC4=C(CN3CCC2=C1)C(=C(C=C4)0)0C)0
MOL005944 matrine 91466 CI1CC2C3CCCN4C3C(CCC4)CN2C( =0)ClL
MOLO012904 dauricumine 11741544 CN1CCC23C1(CC(C24C(C(=CC4=0)0C)0)CIC(=C(C(=0)C3)0C)0C
MOL009149 cheilanthifoline 5117621 COC1=C(C=C2C3CC4=C(CN3CCC2=C1)C5=C(C=C4)0C05)0
MOL012909 acutuminine 9977155 CNICCC23CI(CC(C24CC(=CC4=0)0C)CI)C(=C(C(=0)C3)0C)0C
MOLO012910 bianfugecine 126021 COC1=CC2=C(C=C1)C3=NC=CC4=CC(=CC(=C43)C2=0)0C
MOLO12918 dauriporphinoline 68232932 €0C1=CC2=C(C=C1)C3=NC=CC4=C3C( =C(C( =C40C)0C)0)C2=0
MOLO012921 stepharine 98455 COCI=C(C2=C3C(CC24C=CC(=0)C=C4)NCCC3=C1)0C
MOL012920 sinomenine 5459308 CNICCC23CC(=0)C( =CC2C1CC4=C3C( =C(C=C4)0C)0)0C
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Fig 3 GO function analysis of prediction target of menispermi rhizoma and typhonii rhizoma
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gene of menispermi rhizoma-typhonii rhizoma
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